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General considerations for the crystallization of proteins

« purified protein (purity >95%)

* monodisperse sample without aggregates or co-purified DNA/RNA contaminants
« typical concentration range: 2-20 mg/mL

» volume for complete initial screening: 320 ul (200 nL/drop)

 salt concentration as low as possible

* add reducing agent if necessary (e.g. 2 mM DTT or 3-Mercaptoethanol)

* low buffer concentration (typically 20 mM)
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Workflow of crystallographic structure determination

Sample Crystal plate setup Crystallization Data collection Phasing and refinement Structure
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purified protein Nanodispenser mosquito® Xtal3 96-well crystallization plates Synchrotrons ESRF and SLS Local computers and software

Equipment of the X-ray crystallography facility
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Liquid handling station Crystallization screens Nano-crystallization robot Stereo Microscopes Plate incubator  Crystal storage dewar
Hamilton Microlab STAR Commercially available crystallization TTP labtech Mosquito Xtal3 Leica M165C (MC170 HD cam) Rumed Worthington HC35
screens comprising 800 different conditions and Olympus SZX16
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