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Mammalian genomes are folded in loops and loop domains by the proteins CTCF and
Cohesin. These loop domains play key roles in gene regulation, DNA repair,
replication, and other processes. We have recently developed new methods to
visualize these loops and loop domains using super-resolution live-cell imaging as well
as associated computational methods to understand the dynamics of chromatin
looping. We will discuss what we have learned about the dynamics of chromatin
looping, domain formation, and gene regulation from these studies.
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