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Prof. Dr. rer. nat. (Dipl.-Ing.) Hans Armin Kestler
15.09.1965
Male

Institute  of Medical Systems  Biology, Ulm  University
Albert-Einstein-Allee 11, 89081 Ulm, Germany

+49 731 500 24500
hans.kestler@uni-ulm.de

Professor of Bioinformatics and Systems Biology (W3mL)
Director, Institute of Medical Systems Biology
Head, Core Unit Bioinformatics, Ulm University

Technical University of Munich, Electrical Engineering

Postdoctoral thesis (Habilitation), Bioinformatics, Ulm University
Mentor: Prof. Palm

Doctoral thesis (Dr. rer. nat.) in Computer Science, Ulm University:
“Analysis of High-Resolution Electrocardiograms — Feature Extraction
and Pattern Recognition”, Mentors: Prof. Dr. Ginther Palm (Neural
Information Processing) and Prof. Dr. Hans Wolff (Stochastics)

Masters thesis in Electrical Engineering (Dipl.-Ing. (Univ.)), Technische
Universitdt Minchen: “Test and simulation of feedforward neural
networks with self-optimizing architecture”
Advisor: Prof. Dr. I. Ruge

Full Professor, Director of the Institute of Medical Systems Biology and
Head Core Unit Bioinformatcs, Ulm University,
Associate Group Leader at the Leibniz Institute for Age Research, Jena

Full Professor, Friedrich Schiller University Jena and Senior Group
Leader at Leibniz Institute for Age Research

Research Group Leader, Bioinformatics and Systems Biology

Research Professor, Bioinformatics (Stifterverband fur die Deutsche
Wissenschaft)

Research Fellow, Department of Internal Medicine | - Gastroenterology,
Ulm University (Director: Prof. G. Adler)

Research Associate, Institute for Neural Information Processing Ulm
University (Director: Prof. Palm)

Research Associate, Department of Internal Medicine 1l - Cardiology,
Ulm University (Director: Prof. V. Hombach)

Software developer, Kontron Elektronik GmbH (Munich)
Hardware developer, Rohde&Schwarz GmbH (Munich)
Military service

Internships at Motorola Inc. Basingstoke, UK; Schaumburg Ill, USA,; Ft.
Lauderdale, USA; Taunusstein, Germany

Workshop / conference organisation:

DAGStat 2016, 2019, Géttingen, Miinchen, co-org.
European Conference on Data Analysis, Colchester, 2015, co-org.



8th Tongji-Ulm Summer School in Molecular Medicine: Cancer: From
Molecules to Disease, 28.7. - 8.8.2014, Wuhan, China

European Conference on Data Analysis, Bremen, 2014, Program Chair
Statistical Computing, 2009-2019, Reisensburg
Random Growing and Infinite Networks 2008, Blaubeuren

Memberships: IEEE (senior member), International Biometric Society, Gesellschaft fur

Klassifikation (vice president), DGFA

Associate Editor: Computational Statistics (Springer), Plos One, Advances of Data

Analysis and Classification, Archives of Data Science
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