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Dr. Dr. Anja Mottok
10.10.1978
Female

Institute of Human Genetics, Ulm University
Albert-Einstein-Allee 11, 89081 Ulm, Germany

+49 731 500 65450
anja.mottok@uni-ulm.de
Clinician-Scientist and Resident Physician

PhD studies, Department of Pathology and Laboratory Medicine,
Faculty of Medicine, University of British Columbia, Vancouver, Canada

Medical Schools Wirzburg and Frankfurt am Main

Doctoral Thesis (PhD), Faculty of Medicine, University of British
Columbia, Vancouver, Canada; Mentor: Dr. Christian Steidl, Thesis
title: ,Characterization of genomic alterations in CIITA and their
functional and clinical implications in malignant lymphomas”

Doctoral Thesis (MD), Department of Pathology, Faculty of Medicine,
University of Frankfurt, Germany, Mentor: Prof. M.-L. Hansmann,
Thesis title: ,RNA-analyses on formalin-fixed, paraffin-embedded tissue
and AlD-expression in lymphocyte-predominant Hodgkin lymphoma“
(summa cum laude)

Clinician-Scientist and Resident Physician, Institute of Human

Genetics, Ulm University

Consultant Physician and Head of the Cytogenetics Laboratory,
Department of Pathology, University of Wirzburg

Postdoctoral Fellow, Department for Lymphoid Cancer Research, BC
Cancer Agency, Vancouver, BC, Canada

Consultant Physician, Department of Pathology, University of Wiirzburg
Resident Physician, Department of Pathology, University of Wiirzburg

Resident Physician, Senckenberg Institute of Pathology, University
Hospital Frankfurt am Main

Resident Physician, Department of Internal Medicine, Stadtische
Kliniken, Frankfurt-Hochst

Translational Research Training in Hematology (TRTH) program,
ASH/EHA

Abstract Achievement Award 2" ASH Meeting on Lymphoma Biology
Abstract Achievement Award 57" ASH Annual Meeting, Orlando

Canadian Cancer Society Research Institute Travel Award, 57" ASH
Annual Meeting

Travel Award, Cancer Genomics 2015 workshop (Ontario Institute for
Cancer Research, Toronto)

Travel Award, 6" Annual Meeting of the Terry Fox Research Institute
Faculty of Medicine Graduate Award, UBC, Vancouver, Canada



2014-2017 International Tuition Award, UBC, Vancouver, Canada

Grants and fellowships:

2018-2020 Clinician-Scientist Program, Faculty of Medicine, University of Ulm
2017-2019 "Deciphering the cellular crosstalk in the tumor microenvironment

of classical Hodgkin lymphoma" Canadian Cancer Society Research
Institute - Innovation Grant, Co-author, Amount: 196.000 CAD

2016-2018 Lymphoma Canada, Research Fellowship Award, Amount: 105.000
CAD
2015-2017 Michael Smith Foundation for Health Research, Post-Doctoral

Fellowship Award, Amount: 59.000 CAD

2013-2015 Postdoctoral Fellowship Award, Mildred-Scheel Cancer Foundation,

Amount: 76.026 €

2012-2013 .Evaluation of YB-1, c-MYC and RAS as prognostic markers in multiple

myeloma“ (cooperation with the Dept. of Internal Medicine I, University
Hospital Wiirzburg), IZKF JMU Wiirzburg, Amount: 154.000 €

2010-2013 ».Characterization of the regulation and function of CD56 expression in
multiple myeloma“, Deutsche Krebshilfe, Co-applicant, Amount:
344.400 €
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